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Research	
  Interests	
  
Recent	
   genome-­‐wide	
   analyses	
   have	
   spurred	
   the	
   notion	
   of	
   ‘pervasive	
  
translation’	
   outside	
   of	
   known	
   protein-­‐coding	
   genes.	
   Some	
   of	
   these	
  
translated	
   regions	
   have	
   been	
   predicted	
   to	
   encode	
   short,	
   conserved	
  
proteins,	
   while	
   others	
   lack	
   signatures	
   of	
   protein	
   conservation	
   and	
   might	
   have	
   regulatory	
   roles.	
   We	
   aim	
   to	
  
identify	
   functions	
   for	
   these	
   newly	
   discovered	
   short	
   translated	
   open	
   reading	
   frames	
   (ORFs)	
   during	
  
embryogenesis	
  by	
  employing	
  genetic,	
  molecular,	
  cellular	
  and	
  genomics	
  approaches	
  in	
  zebrafish	
  embryos.	
  
	
  
	
  
	
  
	
  
	
  
	
  
	
  
	
  
	
  
	
  
	
  
	
  
	
  
	
  
	
  
	
  
	
  
	
  
	
  
	
  
	
  
Levels	
   of	
   gene	
   annotation.	
   At	
   the	
  most	
   basic	
   level	
   the	
   presence	
   of	
   a	
   gene	
   is	
   indicated	
   by	
   evidence	
   of	
   expression	
   of	
   the	
   locus	
   or	
   by	
  
computational	
  prediction	
  of	
   its	
   locus	
   (top).	
   The	
  next	
   level	
  of	
   annotation	
   is	
   the	
  determination	
  of	
   a	
   transcript’s	
   exon–	
   intron	
   structure,	
  
which	
  is	
  usually	
  followed	
  by	
  the	
  prediction	
  of	
  its	
  coding	
  potential	
  (middle).	
  The	
  ultimate	
  level	
  of	
  annotation	
  is	
  reached	
  by	
  discovering	
  a	
  
gene’s	
  function	
  (bottom).	
  The	
  computational	
  methods	
  (left)	
  and	
  experimental	
  approaches	
  (right)	
  that	
  can	
  be	
  used	
  to	
  reach	
  each	
  level	
  of	
  
gene	
  annotation	
  are	
  outlined	
  (from	
  Pauli	
  et	
  al.,	
  2015).	
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