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Synopsis of the lecture 

The third domain of life consists exclusively of 
the group of prokaryotic microorganisms originally 
identified as archaebacteria, and now called Archaea. 
Genomic sequencing of these organisms has led to 
considerable analysis of the protein content therein. 
Many of the metabolic pathways and constituent genes 
are more related to those found in bacteria. In addition, 

there are a number of genes involved in information processing, such as DNA replication, repair and transcription that are 
more closely related to eukaryotic ORFs. Interestingly, the complement of genes likely to be involved in these processes is 
significantly reduced compared to what is known to be required in eukaryotes, suggesting that the Archaea may make good 
models for some eukaryotic processes.  

In my talk, I will briefly introduce a recent progress in DNA replication in Archaea. In particular, I will focus on 
mapping and identification of replication origins in different archaeal species and depiction of specific protein/DNA 
interactions in M. thermautotrophicus. Elucidation of possible functions for the archaeal initiator protein CDC6/ORC1 will be 
discussed. 
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