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Outline of the lecture: The explosion in genome
sequencing, and in subsequent DNA array experiments,
has provided extensive information on gene sequence,
organization and expression. This has resulted in a
desire to perform similarly broad experiments on all the
proteins encoded by a genome. Panels of specific
antibodies will be essentia tools in this endeavour.
Because traditional immunization will be unlikely to
generate antibodies in sufficient quantity, and of the
required quality and reproducibility, high throughput in
vitro selection methods are being developed. As it
become obvious at the very beginning of our studies,
high throughput does not simply mean to do the same
thing many times, as we had to re-designed antibody
libraries, selection protocols, screening approaches, sub-
cloning etc. Various approaches to develop an
automated antibody pipeline, which is capable of
producing panels of antibodies against thousands of
antigens per year, will be discussed.

Figure: Universal functionalization of recombinant antibodies.
Leucin zipper-like coiled-coil heterodimerization domains can
be used to heterodimerize two proteins as well as to interface
biology and chemistry.
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