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« and the Fate of the Arctic Ecosystem

Stefan Prost is currently a postdoctoral fellow at the Swedish Lenings. Ve
Natural History Museum in Stockholm. He is finishing his PhD in
biological anthropology at the Allan Wilson Centre at the
University of Otago, New Zealand. During his research career,
he worked on a variety of research projects involving ancient
DNA, population genetics, and evolution at several institutions,
including Max-Planck Institute for Evolutionary Anthropology in
Leipzig (2007-2009) and Gregor Mendel Institute of Molecular
Plant Biology in Vienna (2010).

Synopsis of the lecture

Recent advances in DNA extraction, targeted DNA and whole-genome capture, and DNA library
preparation methods have vastly advanced the field of ancient DNA research and enabled us to
sequence genomes of hundreds of thousand year old samples. In my talk | will outline our current
understanding of ancient DNA damage, DNA half-life and methods. | willfurther show examples of how
ancient DNA can tell us about our own history, as well as special adaptations and past life of extinct
species.
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