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Synopsis of the lecture:

Cellular RNAs are extremely diverse in length and
shape, and their functions range from simple
messengers to regulators and enzymes involved in

gene expression. RNAs are produced as precursors / = T~ %

b

that are subsequently processed to their mature

form and their trimmings are recycled. RNA ‘ TRANSCRIPTION

biogenesis, is overseen by RNA quality-control premrna | M
mechanisms that ensure that only properly l

processed RNAs are maintained in the cell. In the ., RNA PROCESSING g 20 (5
first part of the lecture I will present the discovery M l ()
of new role of 3’ terminal polyadenylation in RNA .

degradation. It involves the so called noncanonical TRmas Sy %

poly(A) polymerase complex TRAMP4 or
TRAMPS, respectively. Human genome encodes

. C
for several homologs of these noncanonical TRANSLATON 4y

poly(A) polymerases (or also TUTases) with .
either ATP or UTP specificity. In the second part

of the talk, I will talk about the scarce data of the different TUTases and our interests in their investigation. Some
of those proteins play a crucial role during early embryogenesis some regulate the expression of miRNAs. At the
moment we can only speculate about the roles and ximpact of these enzymes on different aspects of mammalian
biology.
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